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Exploration for bacteria on the leaves of Taiwan oolong teas
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There are various teas in East Asia, but potential microbial diversity has not been elucidated in m
any Taiwan teas. Then, we explored bacteria on the leaves of four Taiwan oolong teas (semi-ferme
nted teas) by the clone library method of 16S rRNA gene.

We explored bacteria in four kinds of Taiwan oolong tea (Tw1-4), and analyzed totally 64 clones
(each 16 clones) of 16S rRNA gene as mentioned above. As results, various clones were detected
in Taiwan teas, which corresponding to Weissella, Paenibacillus, Propionibacterium in Twl, Devosia
and Chryseobacterium in Tw2, Aurantimonas and Pedobacter in Tw3, Brevundimonas,
Edaphobacter, Propionibacterium and Streptomyces in Tw4, respectively. Therefore, microbial
diversity was different among various Japanese and Taiwan teas, and these results might be useful
information for utilizing them as bioresource.

Takanori Satoh, Haruka Iwata, Hajime Nonoichi, Ai Hasegawa, Mitsuki Fujii, Kouta Nagai, Shota Inoue and Kenji
Akiyoshi : Microbial diversity on the leaves of Japanese and Taiwan teas, The 9th Asian Symposium on Microbial
Ecology(ASME2017),Program and Abstracts, 204, 2017
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Exploration for bacteria on the leaves of Korean and Malaysian teas
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Exploration for bacteria in Soma Cucumber pickles, Fukushima

1A/B: Cucumber pickles || 2A/B: Cucumber pickles | | 3A/B: Cucumber pickles | | 4 Cucumber pickles
(Kashima,4.86g) (Haramachi,5.44g) (Kashima,6.10g) (Fukushima,2.60g)

In order to maintain sustainable culture and traditional foods, we studies on bacteria and features
of Soma cucumber pickles, Fukushima, where is damaged by huge earthquake, Tsunami, and

atomic power plant accident.
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